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FERIZK B EEFIE Immune regulation by parasites
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The consequences of within-host competition in mixed strain malaria infections

Abkallo Hussein®?, Tangena Julie—Anne"®, Tnoue Megumi®, Culleton Richard"

DRIGK « B - 3/ - ~F7 U T YRIBK - BEEHRIE - Y5 13 YLlab. of Entomol.,
Wageningen Univ. Y EW&K - BWF - b
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)—LaRZTE W EESE Leishmaniasis: diagnosis and epidemiology

9:30~10:29 ER WAFERERREX- 2 SARE)
3B-01 First Molecular Identification of Leishmania major in Sergentomyia ingrami from
Cutaneous Leishmaniasis Outbreak Focus in Ghana
Nzelu Chukwunonso 0. 2, Desewu Kwame®, Puplampu Naiki 2, Ghansah Anita?, #3h
i Y, Adabie—Gomez Delphina A. ¥, Wilson Michael D. 2, FA& & Y, Mg K& Y,
Boakye Daniel A. ?
DK - BRE - FAH VB ORASESNF - 7 —F YGhana Health Service, Ghana”Grad. Sch. of
Nuclear and Allied Sci., Univ. of Ghana, Ghana

3B-02 NUFTSTL1ORE)—Lav_7ERITHIZBTE2HROAE
TTh EAYR PAUFL LD T — LY WD YD AT 4 ITH Y hE
Y, BSE D, g KEY, A 'Y
VALK « BREE « AR IRV T TF Vo BRI VIER - NBRE v 2 — - EBRW )/ #E

3B-03 Evaluation of Different Genes for a Multilocus Sequence Typing (MLST) scheme for the
genus Leishmania
Locatelli Fabricio M.", Lauthier Juan J.?, Ruybal Paula?, Marco Jorge D.?,
Barroso Paola A.?, Morisawa Keiko®, Basombrio Miguel A.?, Hashiguchi  Yoshihisa'?,
Korenaga Masataka
UDept. Parasitol. Kochi Med. Sch., Kochi Univ., Kochi?IPE UNSa—CONICET, Salta,
Argentina”lnst. Nac. de Tecnolog&iacute;a Agropecuaria, Hurlingham, Bs As,
Argentina”Science Research Center, Kochi Univ.”Prometeo Project, Biomed. Center,
Central Univ. of Ecuador, Quito, Ecuador

3B-04 Survey of schoolchildren for visceral leishmaniasis with urine samples
Samad Mohammad SohelV, £l ®1% VY, /R &% 2, BEW BEE Y, FHEH  flt 2, BA
it 2, griEE Ak v
VBRI R « B - JRY - SaiE 2 Y HOK - 1B - B IRRE - IR EIRIERD Y BOK - KR - BREE -
I B B

IS T Bl - &E - RE - EFIWE Malaria: diagnosis, epidemiology, immunology, and drug
resistance
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A EFEY, IBE O WRE D, hE OBV, AR ATV, John Logedi”, #JII FH Y, 5F
A BV KK B?, &+ Y
DRBRHIR « B - AR 2 KEH R « B - RIP 7 = 7R RS VBB - BWF - a4 g
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PV, i FHi?
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Malaria Research Unit, MCNVY¥EHEE I « BVHRE 2042 R Y RIg K « 2 - 5
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&7 BV, HAEE BB Y, KK Bk 2, Chaves Luis Fernando®, Taleo George?, &
Me © FEH BT 9, WL fuMT 7, Bj&ouml;rkman Anders®, Troye—Blomberg Marita”,
Drakeley Chris'®

DR ARRE « [« ZE M 2 REIH KRB « [ - RIY 3 2 & U BENEKR V7 7 X7 VS YAk
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7 F U BA% Vaccine development

9:00~9:59 ER EH BEEEX-BTER)
3C6-01 Molecular characterization of a Novel Protein-Coding Gene Family with SEA-like Domain
in Schistosoma japonicum
Mbanefo Evaristus C.", Chuanxin Yu?, %§ui —=f8% ", Shuaibu Mohammed N.V, Boamah
DanielV, HiA Hes®, # W, TR #H—2, BW BHEY, F 3V
DRI« ZUF - 205385 ¥ Jiangsu Institute of Parasitic Diseases, China®? MFEFR}K - #4
RS « FAEBRRE VEEERK - % - 4 RREE

3C-02 Discovery of a new Babesia bovis thrombospondin-related anonymous protein as a novel
blood-stage vaccine candidate
T+E AE Y, Terkawi Mohamad Alaa®, LI [ECRAV
DESE K - BT

3CG-03 Functional comparison of five leading P. falciparum transmission blocking vaccine
candidates by standard membrane feeding assay
= EsY =55 9%522), Deng Bingbing”, Tullo Gregory", Diouf Ababacar?, Moretz
Samuel?”, Long Carole?, BEFH: #Hisr?
Dlab. Malaria and Vector Research, NIAID, NIH? XA - MEHIfAAE MBS T2 v & —

3C-04 EHFET T VT RFBELT VT UERGREDT / LBENER
FEFE & VY, Uiy %) 2, Arumugam Thangavelu U.V, {FE K ¥, &k #HE Y, BE
AREY
DERER - S 2 — VR LR K - B - BRARAEATRRY: VB AR KR - I - AR

57 LtEE Genomic structure

10:00~10:44 ER -BAR-ZENEF(BREEME L 2— R
3C-05 BHHATTUTRBOYA V) UKEFEF T —EHRLEGRFOREEEREN
Ak MY, B OERY, K AV, BA BNV, e MEY, g sk
DHK - B - BREMAD

3C-06 Quantitative Whole Genome Resequencing and Genetic Linkage Analyses to Identify Genes
Gontrolling Virulence in Malaria Parasites
H &% LY Hunt Paul®, Zoungrana Augustin?, Mitaka Hayato”, Abkallo Hussein?,
LT {E?, Martinelli Axel”, Pain Arnab®, Culleton Richard?
DR R « B« d[F - ~F5 U7 PEIBK - BB - Jf R Ylnstitute of Immunology and
Infection Research, University of Edinburgh, Edinburgh, UKY”Wellcome Trust Sanger
Institute, Wellcome Trust Genome Campus, Cambridge, United Kingdom®Computational
Bioscience Research Center, Chemical Life Sciences and Engineering Division, King
Abdullah University of Science and Technology, Thuwal, Kingdom of Saudi Arabia
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BIZE Drug discovery
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3C-08

3C-09

3C-10

3C-11

3C-12

In vitro growth inhibition activities of modified carrageenans and gellan gum against
Plasmodium falciparum 3D7
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JU—r?) MrEl SV, v WY, BOERY, M SA Y, EHKk O EHRY, A RBA
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BFERDAEAF %5 X Dynamics of parasitism
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3C-13

3C-14

3C-15

7YX X 1 BYHROERRAEDORE
R ORETY, A HLY
VUK - E R R

)= 2 ZTRBENY S F 39/ Lutozomyia ayacuchensis DVE&KIFEEFESEWND
AR
g K% V) Gomez Eduardo A.?, Jochim Ryan C.%, FH {2, =4 #<z Y, Xk I
WO, #IE Em Y, A BV, Valenzuela Jesus G. P, &0 A OD
Db « BRE - FAER Yoy 7 FAVEAR~ T 7 ERHEMZEET Y K E NIH » Vector Molecular
Biology SectionVHREKA « & « BRI VREARK - BE - WF/AEY YmmKk - B - FARE ey
7 Rk

FHALEHMEORREES ENHET 2RV 4 — - FLERMHEEER
SERE PERE VY, MRS MDY, WS 3 Y, Guelbeogo Wamdaogo”, Badolo Athanase”, #
B OREYY, A %P, NFale Sagnon®
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3C-16

3C-17

HBAEFRAA—DUITEEAVEATI/OEY STFOKETS ) THEERBREIZL2MHEEE
)%y
At MY, Crivat Georgeta®?, Hwang Jeeseong”, Wellems Thomas"
Ulaboratory of Malaria and Vector Research, National Institute of Allergy and
Infectious Diseases, National Institutes of Health?2Biophysics Group, Optical
Technology Division, Physical Measurement Laboratory, National Institute of Standards
and Technology

invivo 1 A=V 5V RFTLAEFRWEO—T Y RIS TREFAE O ENGEREHT
LRt Y, Chevalley-Maurel Severine?, Franke—Fayard Blandine?, Ploemen Ivo
H.J.®, Sauerwein Robert W.®, Hoffman Stephen L., Janse Chris J.?, Khan Shahid
M2, ZbE PEREDY
V2gE K » BV E %% YLeiden Univ. Med. Cent., Netherlands¥Radboud Univ. Nijmegen Med
Cent., Netherlands”Sanaria Inc., USA
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[ HREH| Protozoan infections

9:00~10:14 ER NUSAH (EREX-RRAKRLEHEESR)
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[RHREME Protozoan infections: basic study

10:15~11:14 EER: EMEHE (RFX- B8 [RRZ)
3D-06 Cloning, characterization and validation of inosine 5 —-monophosphate dehydrogenase of
Babesia gibsoni as molecular drug target
HOEE Y, TR ARU Y FAhv g 7TV, mIqa kT YUV, wd =
2 )V A BTy A2 FY, =2 HT Iy TIV, HFr hrFUV
D IRBRERD R BRI v & —
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THY T A=NRNIZHT DHEBRIDORT A —/\HRORE
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749 F > ERERISH Vaccine: clinical application

10:45~11:44 ER:=HESZ (NIAID, NIH)
3D-10 HIZ& 1+ 5 Neospora caninum dense granule protein 7 #tAA Y J¥EYRY—LITHOFoNH

3D-11

3D-12

3D-13

SR

I g0, WA ORE D, MEOET Y, REOKALY, EE OB, s ERY, M
Fn Y, Wi

DA - SRR - ZLORBHE VAR - SR YR - T AL VK - AEREIRTE

Malaria outcomes during the Phaselb clinical trial in Uganda for the blood-stage
malaria vaccine BK-SE36
Palacpac Nirianne MQY, Ntege Edward?, Yeka Adoke®”, Balikagala Betty?, Suzuki
Nahoko?, Shirai Hiroki?, Yagi Masanori”, Ito Kazuya®, Fukushima Wakaba®, Hirota
Yoshio”, Nsereko Christopher®, Okada Takuya?, Tetsutani Kohhei”, Arisue Nobuko!,
Itagaki Sawako”, Tougan Takahiro”, Ishii Ken J.”, Ueda Shigeharu”, Egwang Thomas
G.?, Horii ToshihiroV
1)Dept. Mol. Protozool., RIMD, Osaka University2)Med Biotech Lab., Kampala,
Uganda3)Uganda Malaria Surveillance Proj., Makerere Medical School, Uganda4)BIKEN,
Osaka University, Japanb)Dept. Public Health, Osaka City University Fac. of Med.,
Japan 6)Lira Medical Centre, Uganda7)Lab. of Adjuvant Innovation, NIBIO, Japan and
IFReC, Osaka Univ., Japan
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