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Modeling approach to biological systems
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1. Understanding biological systems based on a large scale
analysis of gene expressions
Variations in gene expressions caused by diseases are studied by analyzing large
scale data obtained with DNA micro arrays.

2. Inverse problem of biological signals B FREABN
By solving the inverse problem of electroencephalogram, the locations of brain Gene Expression Analysis
activities during sleep are determined. The same method is also applied to elec-
trocardiogram to navigate the abrasion catheter.
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Inverse Problem of Biological Signals




