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2. Purpose of Education
　“Epigenetics” coupled with “Genetics” enables us to elucidate several ‘genomic functions’ in inheritance, development and 
evolution of organisms including our human beings.  Genomic imprinting is one of the mammalian specific gene regulation 
mechanisms that gives rise to functional differences between paternally- and maternally-derived genomes in development, 
behavior and growth.  Somatic cloned animals give us unique chances to examine ‘genetically identical but epigenetically 
diverged animals’. These studies show us how Epigenetics is important in mammalian biology.  Our department focuses 
these mammalian specific genomic functions to elucidate how these genomic functions work and how new genomic 
functions have been evolved during evolution.  Our final goal is to contribute to the 21th’s medicine and human biology by 
novel understanding of genomic functions.

3. Research Subjects
1) Genomic imprinting in human and mammalian development.
2) Placenta function and its evolution in mammals.
3) Somatic cloning: its epigenetic effects and application to regenerative medicine.
4) Assisted reproductive technology: its epigenetic effects and safer application. 
5) Role of retrotransposon-derived genes in mammalian specific genomic functions.
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