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;8 [ : “Epigenetic mechanisms
in mammal ian genomic imprinting”

B B : Hundreds of protein-coding genes and regulatory non-coding
RNAs (ncRNAs) are controlled by the epigenetic phenomenon of genomic
imprinting. Imprinted gene expression is mediated by unusual CpG islands
called ‘imprinting control regions’ (ICRs). These acquire allele-specific
DNA methylation imprints in either the male or the female germline, a
process which is linked to transcriptional events. Several ICRs express
mono-allelic long non-coding RNAs (IncRNAs) that mediate gene repression
in cis through recruitment of Polycomb repressive complexes and the lysine
methyltransferase  G9A/EHMT2. In the disease-associated DLK1-DIO3
domain on human chromosome 14/mouse chromosome-12, a IncRNA
Gtl2/Meg3 plays a role for the imprinting of the protein-coding genes at the
domain. Our current collaborative studies explore to which extent this
phenomenon could be linked to higher-order chromatin configuration.
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