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;8 #B: Computational analysis of CNVs in germline cells and

CNAs in cancer cells

B B : Computational methods are indispensable for extracting
biological information from a vast amount of data on copy
number variations (CNVs) in germline cells and copy number
alterations (CNAs) in cancer cells. I will introduce 1)
haplotype phasing of CNVs to extract their population —genetic
nature and 2) population-genetic analysis of CNAs detected by
single—cel | sequencing to search for natural selection during
cancer cell evolution.
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