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Genome-wide analysis of genetic variations as causative factors affecting osteoporosis susceptibility
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New WHO classification and molecular diagnosis in bone and soft tissue tumors
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Organization of the multi-institutional tumor bank system and development a new diagnosis system

for well-differentiated liposarcomas using molecular biological technique
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Prediction of cervical lymph node metastases by ene expression profiles in oral squamous cell
carcinomas
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Topics in histopathological and molecular diagnosis of oral cancers
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The forefront of the treatment for oral cancer and advance the formulation of the bio resource network
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Expression of clAP-1 predicts lymph node metastasis in squamous cell carcinoma of the tongue
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PIK3CA mutations are oncogenic aberration at advanced stages of oral squamous cell carcinoma
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Genome-wide screening of tumor-associated genes by using in-house bacterial artificial chromosome
(BAC) array in oral cancer
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